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1 <110> APPLICANT: Stratagene 

2 <120> TITLE OF INVENTION: Renilla Reniformis Green Fluorescent Protein and Mutants 
Thereof 

3 <130> FILE REFERENCE: 25436/1162 

4 <140> CURRENT APPLICATION NUMBER: US/10/786 , 425 

5 <141> CURRENT FILING DATE: 2004-02-25 

6 <150> PRIOR APPLICATION NUMBER: US/09/795,040 

7 <151> PRIOR FILING DATE: 2001-02-26 

8 <150> PRIOR APPLICATION NUMBER: US 60/185,589 

9 <I5i> PRIOR FILING -DATE: 2000-02-28 - . • ^ 

10 <150> PRIOR APPLICATION NUMBER: 60/210,561 

11 <151> PRIOR FILING DATE: 2000-06-09 

12 <160> NUMBER OF SEQ ID NOS : 8 

13 <170> SOFTWARE: Patentln version 3.0 

15 <210> SEQ ID NO: 1 

16 <211> LENGTH: 720 

17 <212> TYPE: DNA 

18 <213> ORGANISM: Renilla reniformis 

19 <220> FEATURE: 

2 0 <221> NAME/KEY: exon 

21 <222> LOCATION: (1) . . (720) 

22 <223> OTHER INFORMATION: open reading frame 

23 <400> SEQUENCE: 1 

24 atg gtg agt aaa caa ata ttg aag aac act gga ttg cag gag ate atg 48 

25 Met Val Ser Lys Gin lie Leu Lys Asn Thr Gly Leu Gin Glu lie Met 

26 1 5 10 15 

2 7 teg ttt aaa gtg aat ctg gaa ggt gta gta aac aat cat gtg ttc aca 96 

2 8 Ser Phe Lys Val Asn Leu Glu Gly Val Val Asn Asn His Val Phe Thr 

29 20 25 30 

30 atg gaa ggt tgt gga aaa gga aat att tta ttc gga aac caa ctg gtt 144 

31 Met Glu Gly Cys Gly Lys Gly Asn lie Leu Phe Gly Asn Gin Leu Val 

32 35 40 45 

33 cag att cgt gtc aca aaa ggg gtc ccg ctt cca ttt gca ttt gat att 192 

34 Gin lie Arg Val Thr Lys Gly Val Pro Leu Pro Phe Ala Phe Asp lie 

35 50 55 60 

36 etc tea cca get ttc caa tac ggc aac cgt aca ttc acg aaa tac ccg 240 

3 7 Leu Ser Pro Ala Phe Gin Tyr Gly Asn Arg Thr Phe Thr Lys Tyr Pro 

38 65 70 75 80 

39 gag gat ata tea gac ttt ttt ata caa tea ttt cca gcg gga ttt gta 288 

40 Glu Asp lie Ser Asp Phe Phe lie Gin Ser Phe Pro Ala Gly Phe Val 

41 85 90 95 

42 tac gaa aga acg ttg cgt tac gaa gat ggt gga ctg gtt gaa ate cgt 336 

43 Tyr Glu Arg Thr Leu Arg Tyr Glu Asp Gly Gly Leu Val Glu lie Arg 

44 100 105 110 
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70 <210> SEQ ID NO: 2 

71 <211> LENGTH: 239 

72 <212> TYPE: PRT 

73 <213> ORGANISM: Renilla reniformis 

74 <400> SEQUENCE: 2 
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95 Leu Val Gly Gin Val lie Leu Val Tyr Arg Leu Asn Ser Gly Lys Phe 

96 165 170 175 

97 Tyr Ser Cys His Met Arg Thr Leu Met Lys Ser Lys Gly Val Val Lys 

98 180 185 190 

99 Asp Phe Pro Glu Tyr His Phe lie Gin His Arg Leu Glu Lys Thr Asp 

100 195 200 205 

101 Val Glu Asp Gly Gly Phe. Val Glu Gin His Glu Thr Ala He Ala Gin 

102 210 215 220 

103 Leu Thr Ser Leu Gly Lys Pro Leu Gly Ser Leu His Glu Trp Val 

104 225 230 235 

106 <210> SEQ ID NO: 3 

107 <211> LENGTH: 720 

108 <212> TYPE: DNA 

109 <213> ORGANISM: Artificial Sequence 

110 <220> FEATURE: 

111 <223> OTHER INFORMATION: Humanized DNA 
W--> 112 <221> NAME /KEY : exon 

113 <222> LOCATION: (1) . . (720) 

114 <223> OTHER INFORMATION: open reading frame 
W--> 115 <400> 3 
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145 145 150 155 160 

146 ctg gtg ggc cag gtg ate ctg gtg tac cgc ctg aac age ggc aag ttc 

147 Leu Val Gly Gin Val lie Leu Val Tyr Arg Leu Asn Ser Gly Lys Phe 

148 165 170 175 

149 tac age tgc cac atg cgc acc ctg atg aag age aag ggc gtg gtg aag 

150 Tyr Ser Cys His Met Arg Thr Leu Met Lys Ser Lys Gly Val Val Lys 

151 , , 180 185 , 190 

152 gac ttc ccc gag tac cac ttc ate cag cac cgc ctg gag aag acc tac 

153 Asp Phe Pro Glu Tyr His Phe lie Gin His Arg Leu Glu Lys Thr Tyr 

154 195 200 205 

155 gtg gag gac ggc ggc ttc gtg gag cag cac gag acc gec ate gec cag 

156 Val Glu Asp Gly Gly Phe Val Glu Gin His Glu Thr Ala He Ala Gin 

157 210 215 220 

158 ctg acc age ctg ggc aag ccc ctg ggc age ctg cac gag tgg gtg taa 

159 Leu Thr Ser Leu Gly Lys Pro Leu Gly Ser Leu His Glu Trp Val 

160 225 230 235 



162 <210> SEQ ID NO: 4 

163 <211> LENGTH: 239 

164 <212> TYPE: PRT 

165 <213> ORGANISM: Artificial Sequence 

166 <220> FEATURE: 

167 <223> OTHER INFORMATION: Polypeptide coded by humanized DNA 

168 <400> SEQUENCE: 4 
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195 Val Glu Asp Gly Gly Phe Val Glu Gin His Glu Thr Ala He Ala Gin 

196 210 215 220 

197 Leu Thr Ser Leu Gly Lys Pro Leu Gly Ser Leu His Glu Trp Val 

198 225 230 235 

200 <210> SEQ ID NO: 5 

201 <211> LENGTH: 44 

202 <212> TYPE: DNA ,.: 

203 <213> ORGANISM: Artificial Sequence 

204 <220> FEATURE: 

205 <223> OTHER INFORMATION: Synthetic primer 
W--> 206 <221> NAME /KEY: miec_£eature 

207 <222> LOCATION: (1) . . (44) 

208 <223> OTHER INFORMATION: Synthetic primer 
W--> 209 <400> 5 

210 aattattaga attcaccatg gtgagtaaac aaatattgaa gaac 44 

212 <210> SEQ ID NO: 6 

213 <211> LENGTH: 38 

214 <212> TYPE: DNA 

215 <213> ORGANISM: Artificial Sequence . 

216 <220> FEATURE: "" " _ . ^ 

217 <223> OTHER INFORMATION: Synthetic primer 
W--> 218 <221> NAME/KEY: misc_feature 

219 <222> LOCATION: (1) . . (38) 

220 <223> OTHER INFORMATION: Synthetic primer 
W--> 221 <400> 6 

222 ataatattct cgagttaaac ccattcgtgt aaggatcc 38 

224 <210> SEQ ID NO: 7 

225 <211> LENGTH: 7 
22 6 <212> TYPE: DNA 

227 <213> ORGANISM: Artificial Sequence 

228 <220> FEATURE: 

229 <223> OTHER INFORMATION: Consensus sequence 
W--> 230 <221> NAME /KEY: misc_f eature 

231 <222> LOCATION: (1) . . (7) 

2 32 <223> OTHER INFORMATION: Sonsensus sequence 
W--> 233 <400> 7 

234 accatgg 7 

236 <210> SEQ ID NO: 8 

237 <211> LENGTH: 6 

238 <212> TYPE: PRT 

239 <213> ORGANISM: Renilla reniformis 

240 <220> FEATURE: 

241 <221> NAME/KEY: DOMAIN 

242 <222> LOCATION: (1) . . (6) 

243 <223> OTHER INFORMATION: Chromophoric center 

244 <400> SEQUENCE: 8 

245 Phe Gin Tyr Gly Asn Arg 

246 1 5 
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L:112 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:115 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 3 

L:206 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:209 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:5 

L:218 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:221 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 6 

L:230 M:281 W: Numeric Fields, not Ordered, <221> Sort in ascending order! 

L:233 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:7 
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